
EDUCATION AND CAREER

PRINCIPAL INVESTIGATOR — JAN 2010 - PRESENT
Genome Institute of Singapore (Joint appointment)

ASSISTANT PROFESSOR — OCT 2009 - PRESENT
Dept. Bio and Brain Engineering, KAIST

RESEARCH PROFESSOR / INSTRUCTOR — MAR 2007 - SEP 2009
Yonsei Genome Institute, Yonsei University 

RESEARCH SCIENTIST — SEP 2004 - FEB 2007
Korea Research Institute of Bioscience and Biotechnology

PH.D. — MAR 2000 - AUG 2004
Dept. Life Sciences, Korea Advanced Institute of Science and Technology

Thesis: Global analysis of transcriptional changes in human cancer using the gene coexpression network 
(Advisor: Ook Joon Yoo)

M.S. — MAR 1998 - FEB 2000
Dept. Biological Sciences, Korea Advanced Institute of Science and Technology

Thesis: Cloning and characterization of the gene encoding bdellin from Hirudo nipponia ! ! !
(Advisor: Sun Chang Kim)

B.S. — MAR 1994 - FEB 1998
Dept. Biological Sciences, Korea Advanced Institute of Science and Technology
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PROFESSIONAL ACTIVITIES

Board Member of the Korean Society for Bioinformatics and Systems Biology
Editorial Board of Frontiers in Physiology (Frontiers Media SA)

Editorial Board of Animal Cells and Systems (The Korean Society for Integrative Biology) 
Program Committee of the Annual Conference of KSBSB (BIOINFO 2012) 

Program Committee of the 10th Asia-Pacific Bioinformatics Conference (APBC 2012)
Program Committee of the 4th International  Conference on the Foundations of Systems 

Biology in Engineering (FOSBE 2011) 
Program Committee of the 22nd International Conference on Genome Informatics (GIW 

2011)
Program Committee of the 9th Asia-Pacific Bioinformatics Conference (APBC 2011)


